SEQUENCE LISTING 



<110> Charmley, Patrick 
Moss, Patrick 
McEuen, Mark 

<12 0> Compositions and Methods for Diagnosing or Treating Psoriasis 

<130> CECH118109 

<150> US 60/253,592 
<151> 2000-11-28 

<150> US 60/256,839 
<151> 2000-12-15 

<160> 16 

<170> Patentln version 3.0 

<210> 1 

<211> 891 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (64) . . (471) 

<400> 1 

cctcttgggg ttcccaggca cccagactca gcccacccca gctttggggg ccagtacata 60 

gcc atg ate etc aac tgg aag etc ctg ggg ate ctg gtc ctt tgc ctg 108 
Met lie Leu Asn Trp Lys Leu Leu Gly lie Leu Val Leu Cys Leu 
1 5 10 15 

cac acc aga ggc ate tea ggc age gag ggc cac ccc tct cac cca ccc 156 
His Thr Arg Gly lie Ser Gly Ser Glu Gly His Pro Ser His Pro Pro 
20 25 30 

gca gag gac cga gag gag gca ggc tec cca aca ttg cct cag ggc ccc 2 04 

Ala Glu Asp Arg Glu Glu Ala Gly Ser Pro Thr Leu Pro Gin Gly Pro 
35 40 45 

cca gtc ccc ggt gac cct tgg cca ggg gca ccc cct etc ttt gaa gat 252 
Pro Val Pro Gly Asp Pro Trp Pro Gly Ala Pro Pro Leu Phe Glu Asp 
50 55 60 

cct ccg cct acc cgc ccc agt cgt ccc tgg aga gac ctg cct gaa act 3 00 

Pro Pro Pro Thr Arg Pro Ser Arg Pro Trp Arg Asp Leu Pro Glu Thr 
65 70 75 

gga gtc tgg ccc cct gaa ccg cct aga acg gat cct cct caa cct ccc 348 
Gly Val Trp Pro Pro Glu Pro Pro Arg Thr Asp Pro Pro Gin Pro Pro 
80 85 90 95 

egg cct gac gac cct tgg ccg gca gga ccc cag ccc cca gaa aac ccc 3 96 

Arg Pro Asp Asp Pro Trp Pro Ala Gly Pro Gin Pro Pro Glu Asn Pro 
100 105 110 

tgg cct cct gcc cct gag gtg gac aac cga cct cag gag gag cca gac 444 
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Trp Pro Pro Ala Pro Glu Val Asp Asn Arg Pro Gin Glu Glu Pro Asp 
115 120 125 

eta gac cca ccc egg gaa gag tac aga taatggagtc ccctcagccg 491 
Leu Asp Pro Pro Arg Glu Glu Tyr Arg 
130 135 

ttctgttccc aggcatctcc aggcacccac gccctctcca ccctctgatt ccccgtgaat 551 

tcttcccaat ttagectate tccttaaacc tcttcctcat tccctcggtt ttattctgaa 611 

cccgtaaggt ggtgttctca atatttcctg tcccctcctg agatccatac ttagtcctca 671 

catcgcccgt tttttcctct gaeagectaa gcctactctc ctacctcgcc tccaggcctc 731 

ggccccacct acctcccacc cggtcttcct gcccgcgcga tegctgggge agggctatgg 791 

tactgtgttc ccttctgcca cctggtggcc ggcggcagga actatcagta gaeagctget 851 

gcttccatga aacggaaaaa taaaaatcat gttttcttaa 8 91 

<210> 2 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met lie Leu Asn Trp Lys Leu Leu Gly lie Leu Val Leu Cys Leu His 
15 10 15 

Thr Arg Gly He Ser Gly Ser Glu Gly His Pro Ser His Pro Pro Ala 
20 25 30 

Glu Asp Arg Glu Glu Ala Gly Ser Pro Thr Leu Pro Gin Gly Pro Pro 
35 40 45 

Val Pro Gly Asp Pro Trp Pro Gly Ala Pro Pro Leu Phe Glu Asp Pro 
50 55 60 



Pro Pro Thr Arg Pro Ser Arg Pro Trp Arg Asp Leu Pro Glu Thr Gly 
65 70 75 80 



Val Trp Pro Pro Glu Pro Pro Arg Thr Asp Pro Pro Gin Pro Pro Arg 
85 90 95 



Pro Asp Asp Pro Trp Pro Ala Gly Pro Gin Pro Pro Glu Asn Pro Trp 
100 105 110 



Pro Pro Ala Pro Glu Val Asp Asn Arg Pro Gin Glu Glu Pro Asp Leu 
115 120 125 
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Asp Pro Pro Arg Glu Glu Tyr Arg 
130 135 



<210> 3 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Ser Glu Gly His Pro Ser His Pro Pro Ala Glu Asp Arg Glu Glu Ala 
1 5 10 15 

Gly Ser Pro Thr Leu Pro Gin Gly Pro Pro Val Pro Gly Asp Pro Trp 
2 0 25 30 

Pro Gly Ala Pro Pro Leu Phe Glu Asp Pro Pro Pro Thr Arg Pro Ser 
35 40 45 

Arg Pro Trp Arg Asp Leu Pro Glu Thr Gly Val Trp Pro Pro Glu Pro 
50 55 ~ 60 

Pro Arg Thr Asp Pro Pro Gin Pro Pro Arg Pro Asp Asp Pro Trp Pro 
65 70 75 " 80 

Ala Gly Pro Gin Pro Pro Glu Asn Pro Trp Pro Pro Ala Pro Glu Val 
85 90 95 

Asp Asn Arg Pro Gin Glu Glu Pro Asp Leu Asp Pro Pro Arg Glu Glu 
100 105 110 

Tyr Arg 



<210> 4 

<211> 3001 

<212> DNA 

<213> Homo sapiens 



<400> 4 
cctgggatta 


ccaagaggca 


tgtgccacca 


tgtccggcta 


atatttttgt 


atttttagta 


gagacggggt 


ttctccatgt 


tggtcaggct 


ggtcttgaac 


tcccgacctc 


aggtgatccg 


cccgcttcgg 


cctcccaaag 


tgctgggatt 


acaggcgcaa 


gccaccacac 


caggcccgcg 


tgatgtatat 


tttaagacct 


cttttgctgg 


tggaggacag 


gctttgtgtg 


agggggaggg 


ataaacagtg 


ggagcaaggg 


ggccaattag 


aagggtgttg 


gggaggctca 


ggggagatgg 


tggctcagga 


tgatgggctg 


ggtttggaca 


gggtgtggag 


gggcttgcag 


gtggatggtg 


gaggagtgta 


acgaaggttt 


ctgcgtgagc 


cctggaggga 


acagatgaga 


tcacgccatt 


gcataataag 


gtgttcctta 


ctgtggggta 


gcggaccagg 


cagggaacaa 


cctgggagga 


atcaaatttt 


attttggaca 


tgttacttct 


gaaaggctaa 


cagacttcca 


ggcagaaagg 


tccttgaggg 


aaacgttcta 


ggggtctctc 


tgggaggctt 


agatcaagga 


gctgagacca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 



3 



aaaggagaat gggagggagg agacgagtac aatagagttg gagccaaggt cctagaggcg 660 

gataggtgga ttcctgaggg aggaggaagg ggctgaggtt gctggagcct ggcagcttct 72 0 

tccggagcca ttggcaggac tgatgcaaac agctctgggt gggaagaggg aaccaggata 78 0 

tcctcctgtg tccttccttt tctgcagtca tcctgggtgg ctgccagatg gaattccttg 840 

gatatcattg cttggaggtc ccctgcatgc ctgaagaagg acatggtgga gagcaggatg 90 0 

cctggatccc atgggggaag ggaagtgccc aggaaagcac gaagccccag ggggagcttt 960 

cagtgcgggg atgagtgggg aggctggggt agtagctgac actgtcccag ctgcatccca 102 0 

ggtttgaaag gcacctcctc ccccagcgca ggcatcctgc ctcccaaccc tgtaattacg 1080 

gtgcttccca acgcccatcg cgtggtttgc tcccattctt tggcttccaa tagttgcaag 114 0 

ggatgaaggt ggacatctct gtgattacgg agatgccaag tgggtattga ctgctccagg 12 00 

gtgtggatgg agggtgtgaa aaccagggtg gggtgacgca ggctctgggt catgataggg 12 60 

agagcaggca gctgggtcct gggctggagg actaaaataa gggacgccac cttcaggggt 132 0 

gacacatcag cccaggcctt cccaacgggt ttgaccagtt ctgttctgat ggtattcctg 13 8 0 

tgccactggg ctggcccctc ctccactcct cccctataaa gcctcttggg gttcccaggc 1440 

acccagactc agcccacccc agctttgggg gccagtacat agccatgatc ctcaactgga 1500 

agctcctggg gatcctggtc ctttgcctgc acaccagagg tgaggtggga acagaggcag 1560 

ggactgcagt ttggggtgat gagggatact caagatggcg gaggtgaact ggacgcatgg 162 0 

ggttggggac aggaattcag gggatgcaga aggtgcatct ggctcaccag aaatggcttt 1680 

ctggacacat tgggtggggg acatggtgca gaaggtgcat ttggctctca ccagaaatgg 1740 

tttgctggct ccatgtggca aagtcggtca ggattaacgt ggggggggac gagtttcctc 18 0 0 

ggagctggga tctgtgttaa ggagctgggt tccttgtaaa gctggggtct gtgtgcctgg 18 6 0 

gggccaaggt gtaacccacc ttgggttgca ggttggcctg aggacaaagc tagtggggta 192 0 

ccccaaccag gggtggatgg agcttatttg gagaagtctg gtcagtttaa agtgggtcaa 198 0 

gtgaacggtt cagatccatc gggggtaggg gttcatgaca ttttaccatc agttaagtat 2 04 0 

ttacaaacct accgagagct ctttgagagt gacttttttg gtctgtttgt gggtcagttc 2100 

aggctgcgtc catccagaca ggctcctcct cctggggctg gggctgggtg gggctgggga 2160 

gagaagccct caccacctct tacctttctc cttcctcctt tacaggcatc tcaggcagcg 222 0 

agggccaccc ctctcaccca cccgcagagg accgagagga ggcaggctcc ccaacattgc 2280 

ctcagggccc cccagtcccc ggtgaccctt ggccaggggc accccctctc tttgaagatc 2340 

ctccgcctac ccgccccagt cgtccctgga gagacctgcc tgaaactgga gtctggcccc 2400 

ctgaaccgcc tagaacggat cctcctcaac ctccccggcc tgacgaccct tggccggcag 2460 
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gaccccagcc cccagaaaac ccctggcctc ctgcccctga ggtggacaac cgacctcagg 252 0 

aggagccaga cctagaccca ccccgggaag agtacagata atggagtccc ctcagccgtt 2 58 0 

ctgttcccag gcatctccag gcacccacgc cctctccacc ctctgattcc ccgtgaattc 2 64 0 

ttcccaattt agcctatctc cttaaacctc ttcctcattc cctcggtttt attctgaacc 2700 

cgtaaggtgg tgttctcaat atttcctgtc ccctcctgag atccatactt agtcctcaca 2760 

tcgcccgttt tttcctctga cagcctaagc ctactctcct acctcgcctc caggcctcgg 2820 

ccccacctac ctcccacccg gtcttcctgc ccgcgcgatc gctggggcag ggctatggta 2880 

ctgtgttccc ttctgccacc tggtggccgg cggcaggaac tatcagtaga cagctgctgc 2 94 0 

ttccatgaaa cggaaaaata aaaatcatgt tttcttaatt ctgaatctag gctgctgctt 3000 

fc 3001 



<210> 5 

<211> 1145 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (978) 

<400> 5 

atg cag ggc cgc gtg gca ggg age tgc get cct ctg ggc ctg etc ctg 48 
Met Gin Gly Arg Val Ala Gly Ser Cys Ala Pro Leu Gly Leu Leu Leu 
15 10 15 

gtc tgt ctt cat etc cca ggc etc ttt gec egg age ate ggt gtt gtg 96 
Val Cys Leu His Leu Pro Gly Leu Phe Ala Arg Ser lie Gly Val Val 
20 25 30 

gag gag aaa gtt tec caa aac ttg ggg ace aac ttg cct cag etc gga 144 
Glu Glu Lys Val Ser Gin Asn Leu Gly Thr Asn Leu Pro Gin Leu Gly 
35 40 45 

caa cct tec tec act ggc ccc tct aac tct gaa cat ccg cag ccc get 192 
Gin Pro Ser Ser Thr Gly Pro Ser Asn Ser Glu His Pro Gin Pro Ala 
50 55 60 

ctg gac cct agg tct aat gac ttg gca agg gtt cct ctg aag etc age 240 
Leu Asp Pro Arg Ser Asn Asp Leu Ala Arg Val Pro Leu Lys Leu Ser 
65 70 75 80 

gtg cct gca tea gat ggc ttc cca cct gca gga ggt tct gca gtg cag 288 
Val Pro Ala Ser Asp Gly Phe Pro Pro Ala Gly Gly Ser Ala Val Gin 
85 90 95 

agg tgg cct cca teg tgg ggg ctg cct gee atg gat tec tgg ccc cct 33 6 

Arg Trp Pro Pro Ser Trp Gly Leu Pro Ala Met Asp Ser Trp Pro Pro 
100 105 110 

gag gat cct tgg cag atg atg get get gcg get gag gac cgc ctg ggg 384 
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Glu Asp Pro Trp Gin Met Met Ala Ala Ala Ala Glu Asp Arg Leu Gly 
115 120 125 



gaa gcg ctg cct gaa gaa etc tct tac etc tec agt get gcg gee etc 432 
Glu Ala Leu Pro Glu Glu Leu Ser Tyr Leu Ser Ser Ala Ala Ala Leu 
130 135 140 

get ccg ggc agt ggc cct ttg cct ggg gag tct tct ccc gat gee aca 48 0 

Ala Pro Gly Ser Gly Pro Leu Pro Gly Glu Ser Ser Pro Asp Ala Thr 
145 150 155 * 160 

ggc etc tea ccc gag get tea etc etc cac cag gac teg gag tec aga 528 
Gly Leu Ser Pro Glu Ala Ser Leu Leu His Gin Asp Ser Glu Ser Arg 
165 170 175 

cga ctg ccc cgt tct aat tea ctg gga gec ggg gga aaa ate ctt tec 576 
Arg Leu Pro Arg Ser Asn Ser Leu Gly Ala Gly Gly Lys He Leu Ser 
180 185 190 

caa cgc cct ccc tgg tct etc ate cac agg gtt ctg cct gat cac ccc 624 
Gin Arg Pro Pro Trp Ser Leu He His Arg Val Leu Pro Asp His Pro 
195 200 " 205 

tgg ggt acc ctg aat ccc agt gtg tec tgg gga ggt gga ggc cct ggg 672 
Trp Gly Thr Leu Asn Pro Ser Val Ser Trp Gly Gly Gly Gly Pro Gly 
210 215 220 

act ggt tgg gga acg agg ccc atg cca cac cct gag gga ate tgg ggt 72 0 

Thr Gly Trp Gly Thr Arg Pro Met Pro His Pro Glu Gly He Trp Gly 
225 230 235 240 

ate aat aat caa ccc cca ggt acc age tgg gga aat att aat egg tat 768 
He Asn Asn Gin Pro Pro Gly Thr Ser Trp Gly Asn He Asn Arg Tyr 
245 250 255 

cca gga ggc age tgg gga aat att aat egg tat cca gga ggc age tgg 816 
Pro Gly Gly Ser Trp Gly Asn He Asn Arg Tyr Pro Gly Gly Ser Trp 
260 265 ' 270 

ggg aat att aat egg tat cca gga ggc age tgg ggg aat att cat eta 8 64 

Gly Asn He Asn Arg Tyr Pro Gly Gly Ser Trp Gly Asn He His Leu 
275 280 285 

tac cca ggt ate aat aac cca ttt cct cct gga gtt etc cgc cct cct 912 
Tyr Pro Gly He Asn Asn Pro Phe Pro Pro Gly Val Leu Arg Pro Pro 
290 295 ' 300 

ggc tct tct tgg aac ate cca get ggc ttc cct aat cct cca age cct 960 
Gly Ser Ser Trp Asn He Pro Ala Gly Phe Pro Asn Pro Pro Ser Pro 
305 310 315 320 

agg ttg cag tgg ggc tag agcacgatag agggaaaccc aacattggga 1008 
Arg Leu Gin Trp Gly 
325 

gttagagtcc tgctcccgcc ccttgctgtg tgggctcaat ccaggccctg ttaacatgtt 1068 

tccagcacta tccccacttt tcagtgcctc ccctgctcat ctccaataaa ataaaagcac 1128 

ttatggaaaa aaaaaaa 1145 
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<210> 6 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Gin Gly Arg Val Ala Gly Ser Cys Ala Pro Leu Gly Leu Leu Leu 
15 10 15 



Val Cys Leu His Leu Pro Gly Leu Phe Ala Arg Ser lie Gly Val Val 
20 25 30 



Glu Glu Lys Val Ser Gin Asn Leu Gly Thr Asn Leu Pro Gin Leu Gly 
35 40 45 



Gin Pro Ser Ser Thr Gly Pro Ser Asn Ser Glu His Pro Gin Pro Ala 
50 55 60 



Leu Asp Pro Arg Ser Asn Asp Leu Ala Arg Val Pro Leu Lys Leu Ser 
65 70 75 80 



Val Pro Ala Ser Asp Gly Phe Pro Pro Ala Gly Gly Ser Ala Val Gin 
85 90 95 



Arg Trp Pro Pro Ser Trp Gly Leu Pro Ala Met Asp Ser Trp Pro Pro 
100 105 110 



Glu Asp Pro Trp Gin Met Met Ala Ala Ala Ala Glu Asp Arg Leu Gly 
115 120 125 



Glu Ala Leu Pro Glu Glu Leu Ser Tyr Leu Ser Ser Ala Ala Ala Leu 
130 135 140 



Ala Pro Gly Ser Gly Pro Leu Pro Gly Glu Ser Ser Pro Asp Ala Thr 
145 150 155 ' 160 



Gly Leu Ser Pro Glu Ala Ser Leu Leu His Gin Asp Ser Glu Ser Arg 
165 170 175 



Arg Leu Pro Arg Ser Asn Ser Leu Gly Ala Gly Gly Lys He Leu Ser 
180 185 190 



Gin Arg Pro Pro Trp Ser Leu He His Arg Val Leu Pro Asp His Pro 
195 200 205 



Trp Gly Thr Leu Asn Pro Ser Val Ser Trp Gly Gly Gly Gly Pro Gly 
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210 215 220 



Thr Gly Trp Gly Thr Arg Pro Met Pro His Pro Glu Gly lie Trp Gly 
225 230 235 " 240 



lie Asn Asn Gin Pro Pro Gly Thr Ser Trp Gly Asn lie Asn Arg Tyr 
245 250 255 



Pro Gly Gly Ser Trp Gly Asn lie Asn Arg Tyr Pro Gly Gly Ser Trp 
260 2 65 2 70 



Gly Asn lie Asn Arg Tyr Pro Gly Gly Ser Trp Gly Asn lie His Leu 
275 280 285 



Tyr Pro Gly lie Asn Asn Pro Phe Pro Pro Gly Val Leu Arg Pro Pro 
290 295 ' 300 



Gly Ser Ser Trp Asn lie Pro Ala Gly Phe Pro Asn Pro Pro Ser Pro 
305 310 315 320 



Arg Leu Gin Trp Gly 

325 



<210> 7 

<211> 5000 

<212> DNA 

<213> Homo sapiens 



<400> 7 
aacacaggat 


gcctctagaa 


ggtgaaaaag 


cagggaaagg 


gattttcccc 


tgaggccccc 


agaaagaatc 


acagccctgc 


tgacaccttt 


attttaatcc 


actgagacct 


gttttagact 


tctgatctcc 


aaaactgtaa 


agtaataaat 


ccatgttgtt 


gtaagccatt 


cggttcatgg 


taatttgtca 


ctgcagcagc 


aggaattagt 


cagtatctca 


taaggatggc 


atccaggtcc 


atttccctag 


ctagatccag 


ggtctcatgt 


aggagcagct 


cctcagatgg 


ggccacttct 


gcaccccaga 


acctcctgca 


ggttggggcc 


aaggtgaagg 


agatatgagg 


atgcatgaga 


aaggggtgct 


gggaggaaac 


aatccagctc 


ccaaaaagaa 


acaagtgttt 


ctgttgctga 


gagaggcaat 


taagagagtg 


ggaccccagg 


gtggaggtcc 


ttgtgtatag 


agaagcaggg 


ctggggaggc 


tggcaaccag 


ggatgagctg 


tgagccagga 


cacctgggcc 


aagaaggggc 


agggaggtca 


aggaaaggag 


ccagggcggg 


agacacccag 


cttcctctgg 


gacattcatt 


caagtgacac 


ctgttgccac 


agaccacatt 


aggaatgagg 


gtggaatgtg 


gaggtttatt 


gtcttcacaa 


ccactagccc 


agcctgtttc 


tgctgtcccc 


caccccacta 


ccaggataaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
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gggctggctg 


tcttggggct 


gagggagatc 


gggtgctgag 


caggatgcag 


ggccgcgtgg 


780 


cagggagctg 


cgctcctctg 


ggcctgctcc 


tggtctgtct 


tcatctccca 


ggtatggagg 


840 


ccgtgatgcc 


cttgggcagg 


agggactgga 


ggtcccccag 


gaaacaggaa 


ttaaggaaag 


900 


gggtaaaggc 


aggagggtac 


acatttaggt 


ccctgaggga 


aaaggaagaa 


taggcatagg 


960 


ggaagcaaag 


ggaactgggg 


actcggggac 


tggagaccac 


tggttgcttt 


atcttccctt 


1020 


tccctcaggc 


ctctttgccc 


ggagcatcgg 


tgttgtggag 


gagaaagttt 


cccaaaactt 


1080 


ggggaccaac 


ttgcctcagc 


tcggacaacc 


ttcctccact 


ggcccctcta 


actctgaaca 


1140 


tccgcagccc 


gctctggacc 


ctaggtctaa 


tgacttggca 


agggttcctc 


tgaagctcag 


1200 


cgtgcctgca 


tcagatggct 


tcccacctgc 


aggaggttct 


gcagtgcaga 


ggtggcctcc 


1260 


atcgtggggg 


ctgcctgcca 


tggattcctg 


gccccctgag 


gatccttggc 


agatgatggc 


1320 


tgctgcggct 


gaggaccgcc 


tgggggaagc 


gctgcctgaa 


gaactctctt 


acctctccag 


1380 


tgctgcggcc 


ctcgctccgg 


gcagtggccc 


tttgcctggg 


gagtcttctc 


ccgatgccac 


1440 


aggcctctca 


cccaaggctt 


cactcctcca 


ccaggactcg 


gagtccagac 


gactgccccg 


1500 


ttctaattca 


ctgggagccg 


ggggaaaaat 


cctttcccaa 


cgccctccct 


ggtctctcat 


1560 


ccacagggtt 


ctgcctgatc 


acccctgggg 


taccctgaat 


cccagtgtgt 


cctggggagg 


1620 


tggaggccct 


gggactggtt 


ggggaacgag 


gcccatgcca 


caccctgagg 


gaatctgggg 


1680 


tatcaataat 


caacccccag 


gtaccagctg 


gggaaatatt 


aatcggtatc 


caggaggcag 


1740 


ctggggaaat 


attaatcggt 


atccaggagg 


cagctggggg 


aatattaatc 


ggtatccagg 


1800 


aggcagctgg 


gggaatattc 


atctataccc 


aggtatcaat 


aacccatttc 


ctcctggagt 


1860 


cctccgccct 


cctggctctt 


cttggaacat 


cccagctggc 


ttccctaatc 


ctccaagccc 


1920 


taggttgcag 


tggggctaga 


gcacgataga 


gggaaaccca 


acattgggag 


ttagagtcct 


1980 


gctcccgccc 


cttgctgtgt 


gggctcaatc 


caggccctgt 


cagcatgttt 


ccagcactat 


2040 


ccccactttt 


cagtgcctcc 


cctgctcatc 


tccaataaaa 


taaaagcact 


tatggaattt 


2100 


gcttctcctt 


ggtttctttg 


tttctgggca 


taagctgaag 


tgagtctggg 


cataagctga 


2160 


agtgagtctg 


ttcattcctg 


ttttctagcc 


atccccacgg 


ccctctaggg 


gcccctgcag 


2220 


acgctgtctt 


gctatcccca 


tccttcacaa 


aggatcagtg 


cccaagtgct 


tgagggtgga 


2280 


gcctcagtct 


caccccggcc 


aggtgggaga 


gctgttccag 


aattgtgctg 


gaatctgaaa 


2340 


gggggaggag 


ggacagcagg 


actaattgag 


atggcacctg 


cagcaggggg 


caaqqatqaq 


2400 


gtcccagaag 


gcggctccag 


ggccaggtgg 


acaggattcc 


ttgcaactca 


cagaaacagg 


2460 


aagccaaaag 


tcgcaatgtc 


tacgcttcac 


ttgtcttttc 


ttccccggaa 


agtcaagctt 


2520 


cttggaagtg 


gaggtacatc 


gacctcctcc 


cttacaggca 


tcatttagca 


cattgtgtcc 


2580 
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cagact ttga 


agagttgctg 


agtaaatagc 


agacctcgat 


aaaggaaaag 


2640 


a. cL 3. 3. 9" 9" 9. 


gaaaggaaag 


ggagaaaaaa 


accttgaagc 


caacaatccc 


acctggggtg 


2700 




cttt cat tec 


caagtgatga 


cacagtctca 


gcctttggtc 


acagtattgt 


2760 




/-i 4— fi j~i +— J — f^r-^f^ 

CLCCCtUCyy 


ttfcfccccagg 


agctcaacat 


cctcacacag 


gagttggagt 


2820 


gacggcagcg 


aagggtcagg 


ctacaaaagc 


aeggaagaat 


cagcaggtgt 


gggttggagg 


2880 


tgatttgggt 


ctggattctc 


tcttccctgt 


gccatgcctg 


cagtggtcca 


ggtgtatgta 


2940 


ctctccatcc 


agtcaggtcc 


ctgggagttg 


ggcagcttgt 


gggaggggag 


aaaggagtag 


3000 


gaaaaacacc 


agaactcaag 


gggtagggag 


ctgcctgcct 


gcctgcctga 


gtggcagatg 


3060 


ggcatttctg 


gagaagatgc 


ccggtcccag 


cgtctgccat 


aaggctccat 


cctacactga 


3120 


gaagtccttc 


ctggaacacc 


ttcctcagag 


cccacctttc 


ccatcaccaa 


gcacactccc 


3180 


CUCy tCaaCd 


cctcaacctc 


ctcacctgat 


tcttttccca 


gcttggactc 


tcttggtttc 


3240 


tccctgccct 


agggcaaggg 


gttccatgcc 


tgttttcagc 


acctgcctct 


tccaccagcc 


3300 


C 5L3L g 9" t C 3. t 1 


cfcafccaagcc 


tggagtctca 


tttctctctg 


tccctcttcc 


tggtggcctc 


3360 


ttctgcatag 


tcattcctat 


tegcacattt 


aaatttggtg 


tcaacagtcc 


cctgctctgt 


3420 


tccacdgact 


cactagagca 


taagcaccac 


gaggacaggg 


gctttgtctc 


tttagttcac 


3480 


tgc tgcaccc 


ccagcacaaa 


gaacagggtc 


tggaccaggg 


caggcactca 


gcaggcacga 


3540 


aggaatggct 


gatcctctct 


ctctgtccct 


ccccctctct 


catcatctct 


cttcttccac 


3600 


tcaat t cctg 


agecatgegg 


ctacacccag 


agtctaatct 


acactccggc 


tgtagccctc 


3660 


ccagagcct c 


actgacattt 


ttcaacaacc 


teatgaagee 


cttctcagca 


ttaaaatget 


3720 


f~i 4— !—»■+- r /— i/— r 4— -4— 4— 
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catcatttaa 


ccttcattat 


tctctgtgag 


gaaggcatta 


taagattttt 


3780 


gcggccaggc 


acggtggctc 


acacctgtaa 


tcccagcact 


ttgggagaac 


gaggcaggcg 


3840 


gatcacctga 


ggagttcgag 


acagectagt 


ccaacatggg 


gaacatggtg 


aaacctcatc 


3900 


t ctactaaaa 


acacaaaaat 


tagecaggea 


tggtgcctgt 


aatgecaget 


acttaggagg 


3960 


ctgaggctgg 


agaatcgett 


gaacccggga 


gttggaggtt 


gtagtgagcc 


gagatcgege 


4020 


cactgcact c 


cagcctgggt 


gaeagagega 


gactccgtct 


caaaaaaaaa 


aaaagatttt 


4080 


tacagatgga 


ggaactgaga 


tttagaggga 


ttaagcaagt 


cacacagggt 


tacaagtgac 


4140 


aggggtggtg 


actcaaacct 


catttttctc 


attatctgtc 


cagggagtat 


tcaagtacaa 


4200 


tatgcaatta 


acagaaataa 


caacgaactt 


ttattatatt 


tacatatagg 


ccaggtcctg 


4260 


gacaaggggc 


ttgcacacac 


acccttccag 


caaatcctca 


caacaacccc 


attgggtggg 


4320 


cactgcgggg 


catactgcac 


agggaagaca 


ctgaggccca 


gagaggatgg 


ggagctgagg 


4380 
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in 



ctcacacaca 


ggcaacactg 


agccagggca 


gtgaagttca 


tctgatgctt 


ggtgctgatg 


gctcagggaa 


gatggacttt 


aacagtggag 


ggtcccaggg 


ggatgtggcc 


agtcccctca 


gggtggtctt 


tggattaacg 


ttagttgttg 


cttaaaaaat 


ggtggaactg 


ggcatggtgg 


ctcatgtctg 


taatttcagc 


actttgggag 


ctgaggcagg 


aggattactt 


gagcccagga 


attctagacc 


agcctgggca 


acatagggag 


acctcatctc 


tacaaatagt 


aattaaaaaa 


ttagcttgag 


cacttaaaaa 


aaaaattaag 


agtaggccgg 


gcatggtggc 


tcacacctgt 


aatcccaaca 


ctttgggagg 


ccaaggcagg 


tggagaccag 


cctggccaat 


gtggtgaaac 


cccatctcta 


ctaaaaatac 


aaaaattagc 


caqcrcatqcrt 


gttgcacgcc 


tgtaatccca 


gctagaggga 


aggctgaggt 


ataagaattg 


cttgaacttg 


ggagatggag 


gttgcagtga 


gctgagattg 


tgccactgca 


ctccagcctg 


ggcaacagag 


tgagactctg 


tctcaaaaaa 


aaaatcatca 


tcataagagc 











4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5000 



<210> 8 

<211> 861 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (275) . . (733) 

<400> 8 

caggaaatcg agactcatga ctcccagaga ggatggcatc tagaagtaga cgatcaaggg 60 

tggaatctac agtccatggg ccctgacttc ttgccttcgt ctcaaataga ctctgcagcc 12 0 

agccatctat gcagcgcccc agtggctttg aaatgcaaca gaaaccatca cccccggacc 18 0 

gtgggctcca tgccagtggg caaagcacag cctgggaaga attggtttgc agccaggcag 240 

tcctccatcc agtcttgact ttggcacttg tgat atg act tgc aca gac caa aaa 2 95 

Met Thr Cys Thr Asp Gin Lys 
1 5 

agt cac tct caa aga get etc ggc aca cag acc cca get tta caa gga 343 
Ser His Ser Gin Arg Ala Leu Gly Thr Gin Thr Pro Ala Leu Gin Gly 
10 15 20 

ccc cag etc ctt aac aca gat ccc age tec aag gaa act cgt ccc ccc 3 91 

Pro Gin Leu Leu Asn Thr Asp Pro Ser Ser Lys Glu Thr Arg Pro Pro 
25 30 35 

cac gtt aat cct gac cga ctt tgc cac atg gag cca gca aac cat ttc 43 9 

His Val Asn Pro Asp Arg Leu Cys His Met Glu Pro Ala Asn His Phe 
40 45 50 55 

tgg cat gca ggg gac etc caa gca atg ata tec aag gaa ttc cat ctg 487 
Trp His Ala Gly Asp Leu Gin Ala Met lie Ser Lys Glu Phe His Leu 
60 65 70 
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gca gcc acc cag gat gac tgc aga aaa gga agg aca cag gag gat ate 535 
Ala Ala Thr Gin Asp Asp Cys Arg Lys Gly Arg Thr Gin Glu Asp lie 
75 80 85 

ctg gtt ccc tct tec cac cca gag ctg ttt gca tea gtc ctg cca atg 583 
Leu Val Pro Ser Ser His Pro Glu Leu Phe Ala Ser Val Leu Pro Met 
90 95 100 

get ccg gaa gaa get gcc agg etc cag caa cct cag ccc ctt cct cct 631 
Ala Pro Glu Glu Ala Ala Arg Leu Gin Gin Pro Gin Pro Leu Pro Pro 
105 110 115 

ccc tea gga ate cac eta tec gcc tct agg acc ttg get cca act eta 679 
Pro Ser Gly lie His Leu Ser Ala Ser Arg Thr Leu Ala Pro Thr Leu 
120 125 130 135 

ttg tac teg tct cct ccc tec cat tct cct ttt ggt etc age tec ttg 727 
Leu Tyr Ser Ser Pro Pro Ser His Ser Pro Phe Gly Leu Ser Ser Leu 
140 145 150 

ate taa gcctcccaga gagaccccta gaatgtttcc ctcaaggacc tttctgcctg 783 
He 



gaagtctgtt agectttcag aagtaacatg tccaaaataa aatttgattc ctcccaggtt 843 
gttccctgcc tggtcege 861 



<210> 9 

<211> 152 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Thr Cys Thr Asp Gin Lys Ser His Ser Gin Arg Ala Leu Gly Thr 
15 10 15 



Gin Thr Pro Ala Leu Gin Gly Pro Gin Leu Leu Asn Thr Asp Pro Ser 
20 25 30 



Ser Lys Glu Thr Arg Pro Pro His Val Asn Pro Asp Arg Leu Cys His 
35 40 45 



Met Glu Pro Ala Asn His Phe Trp His Ala Gly Asp Leu Gin Ala Met 
50 55 50 



He Ser Lys Glu Phe His Leu Ala Ala Thr Gin Asp Asp Cys Arg Lys 
65 70 75 80 



Gly Arg Thr Gin Glu Asp He Leu Val Pro Ser Ser His Pro Glu Leu 
85 90 95 



Phe Ala Ser Val Leu Pro Met Ala Pro Glu Glu Ala Ala Arg Leu Gin 
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100 



105 



110 



Gin Pro Gin Pro Leu Pro Pro Pro Ser Gly lie His Leu Ser Ala Ser 
115 120 125 

Arg Thr Leu Ala Pro Thr Leu Leu Tyr Ser Ser Pro Pro Ser His Ser 
130 135 140 

Pro Phe Gly Leu Ser Ser Leu lie 
145 150 

<210> 10 

<211> 2997 

<212> DNA 

<213> Homo sapiens 

<400> 10 

cctgggatta caggcatgtg ccaccatgtc cggctaatat ttttgtattt ttagtagaga 60 

cggggtttct ccatgttggt caggctggtc ttgaactccc gacctcaggt gatccgcccg 12 0 

cttcggcctc ccaaagtgct gggattacag gcgcaagcca ccacaccagg cccgcgtgat 18 0 

gtatatttta agacctcttt tgctggtgga ggacaggctt tgtgtgaggg ggagggataa 2 40 

acagtgggag caagggggcc aattagaagg gtgttgggga ggctcagggg agatggtggc 300 

tcaggatgat gggctgggtt tggacagggt gtggaggggc ttgcaggtgg atggtggagg 3 60 

agtgtaacga aggtttctgc gtgagccctg gagggaacag atgagatcac gccattgcat 42 0 

aataaggtgt tccttactgt ggggtagcgg accaggcagg gaacaacctg ggaggaatca 48 0 

aattttattt tggacatgtt acttctgaaa ggctaacaga cttccaggca gaaaggtcct 54 0 

tgagggaaac gttctagggg tctctctggg aggcttagat caaggagctg agaccaaaag 500 

gagaatggga gggaggagac gagtacaata gagttggagc caaggtccta gaggcggata 660 

ggtggattcc tgagggagga ggaaggggct gaggttgctg gagcctggca gcttcttccg 72 0 

gagccattgg caggactgat gcaaacagct ctgggtggga agagggaacc aggatatcct 780 

cctgtgtcct tccttttctg cagtcatcct gggtggctgc cagatggaat tccttggata 840 

tcattgcttg gaggtcccct gcatgcctga agaaggacat ggtggagagc aggatgcctg 90 0 

gatcccatgg gggaagggaa gtgcccagga aagcacgaag ccccaggggg agctttcagt 960 

gcggggatga gtggggaggc tggggtagta gctgacactg tcccagctgc atcccaggtt 102 0 

tgaaaggcac ctcctccccc agcgcaggca tcctgcctcc caaccctgta attacggtgc 1080 

ttcccaacgc ccatcgcgtg gtttgctccc attctttggc ttccaatagt tgcaagggat 1140 

gaaggtggac atctctgtga ttacggagat gccaagtggg tattgactgc tccagggtgt 12 00 
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ggatggaggg tgtgaaaacc agggtggggt gacgcaggct ctgggtcatg atagggagag 1260 

caggcagctg ggtcctgggc tggaggacta aaataaggga cgccaccttc aggggtgaca 132 0 

catcagccca ggccttccca acgggtttga ccagttctgt tctgatggta ttcctgtgcc 13 8 0 

actgggctgg cccctcctcc actcctcccc tataaagcct cttggggttc ccaggcaccc 144 0 

agactcagcc caccccagct ttgggggcca gtacatagcc atgatcctca actggaagct 1500 

cctggggatc ctggtccttt gcctgcacac cagaggtgag gtgggaacag aggcagggac 15 6 0 

tgcagtttgg ggtgatgagg gatactcaag atggcggagg tgaactggac gcatggggtt 162 0 

ggggacagga attcagggga tgcagaaggt gcatctggct caccagaaat ggctttctgg 1680 

acacattggg tgggggacat ggtgcagaag gtgcatttgg ctctcaccag aaatggtttg 174 0 

ctggctccat gtggcaaagt cggtcaggat taacgtgggg ggggacgagt ttcctcggag 18 0 0 

ctgggatctg tgttaaggag ctgggttcct tgtaaagctg gggtctgtgt gcctgggggc 1860 

caaggtgtaa cccaccttgg gttgcaggtt ggcctgagga caaagctagt ggggtacccc 1920 

aaccaggggt ggatggagct tatttggaga agtctggtca gtttaaagtg ggtcaagtga 1980 

acggttcaga tccatcgggg gtaggggttc atgacatttt accatcagtt aagtatttac 2040 

aaacctaccg agagctcttt gagagtgact tttttggtct gtttgtgggt cagttcaggc 2100 

tgcgtccatc cagacaggct cctcctcctg gggctggggc tgggtggggc tggggagaga 2160 

agccctcacc acctcttacc tttctccttc ctcctttaca ggcatctcag gcagcgaggg 2220 

ccacccctct cacccacccg cagaggaccg agaggaggca ggctccccaa cattgcctca 2280 

gggcccccca gtccccggtg acccttggcc aggggcaccc cctctctttg aagatcctcc 2340 

gcctacccgc cccagtcgtc cctggagaga cctgcctgaa actggagtct ggccccctga 2400 

accgcctaga acggatcctc ctcaacctcc ccggcctgac gacccttggc cggcaggacc 2460 

ccagccccca gaaaacccct ggcctcctgc ccctgaggtg gacaaccgac ctcaggagga 2520 

gccagaccta gacccacccc gggaagagta cagataatgg agtcccctca gccgttctgt 2 58 0 

tcccaggcat ctccaggcac ccacgccctc tccaccctct gattccccgt gaattcttcc 2640 

caatttagcc tatctcctta aacctcttcc tcattccctc ggttttattc tgaacccgta 2700 

aggtggtgtt ctcaatattt cctgtcccct cctgagatcc atacttagtc ctcacatcgc 2760 

ccgttttttc ctctgacagc ctaagcctac tctcctacct cgcctccagg cctcggcccc 2820 

acctacctcc cacccggtct tcctgcccgc gcgatcgctg gggcagggct atggtactgt 2880 

gttcccttct gccacctggt ggccggcggc aggaactatc agtagacagc tgctgcttcc 2 94 0 

atgaaacgga aaaataaaaa tcatgttttc ttaattctga atctaggctg ctgcttt 2997 
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<210> 11 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<222> (1) . . (21) 

<22 3> PCR Primer DMO 9299 



<400> 11 

gactcagccc accccagctt t 



<210> 12 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<222> (1) . . (19) 

<223> PCR Primer DMO 8932 



<400> 12 

ccggggtggg tctaggtct 



<210> 
<211> 
<212> 
<213> 



13 
18 
DNA 

Artificial 



Sequence 



<220> 

<221> misc_feature 

<222> (1) . . (18) 

<223> PCR Primer DMO 14104 



<400> 13 

tcctctgggc ctgctcct 



<210> 14 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<222> (1) . . (20) 

<223> PCR Primer DMO 14030 



<400> 14 

gtccgagctg aggcaagttg 



<210> 
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<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<222> (1) . . (23) 

<22 3> PCR Primer DMO 14 02 7 



<400> 15 

ggaaccagga tatcctcctg tgt 



<210> 16 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<222> (1) . . (23) 

<223> PCR Primer DMO 14102 



<400> 16 

accccagctc cttaacacag ate 



